The PDF file includes: Fig. S1 . Development of a high-throughput evaluation system for Cas9-induced indel frequencies. Fig. S2 . Overview of DeepSpCas9 development. Legend for table S1 Table S2 . Datasets used for this study. Legends for tables S3 to S6 Legend for Supplementary Code Other Supplementary Material for this manuscript includes the following:
(available at advances.sciencemag.org/cgi/content/full/5/11/eaax9249/DC1) The sgRNA scaffold sequence was inserted into this initial plasmid library using BsmBIinduced cutting and subsequent ligation. The resulting final plasmid library was used to generate a lentiviral library, which was in turn used to treat HEK293T cells to create a cell library. Lentiviral delivery of Cas9 into this cell library induced indels at the integrated target sequences with frequencies that depended on the sgRNA activity. (2) A total of 210 filters (100, 70, and 40 filters at 3, 5, and 7 nts in length, respectively) were shifted through the four-dimensional binary matrix to determine the position weight matrices. The maximum values were pooled from the local features calculated from the previous convolution layer to "pool out" those that were informative. 
